Introduction
Care and Use of Laboratory Animals, 8 th edition, 2013) and approved by the Ethical 142 Committee of the Ministry of Health, CR (approval no. 53/2014).
144
Histological evaluation 145 Tissue samples (distal ileum, proximal colon) were fixed in 4% paraformaldehyde, 146 embedded in paraffin blocks and routinely processed. Sections cut at 4-6 µm were stained 147 with haematoxylin/eosin and examined with an Olympus BX41 light microscope. Sequencing data, i.e. raw sequences, were processed using standard bioinformatic 225 procedures within QIIME 1.9.1 package (26). In short, these include quality filtering, chimera substantially increased lysozyme expression compared with controls ( Fig 2B) .
264
Supplementation of the PN mixture with butyrate resulted in the further elevation of 265 lysozyme-specific staining intensity ( Fig 2C) . Corresponding results were obtained at the 266 mRNA level (Fig 2E) . Next, we determined the expression of other antimicrobial peptides, affected in any group (Fig 3) . These data indicate that in response to the absence of enteral 289 feeding GCs increase activity, and that butyrate supplementation significantly stimulates this 290 process. PN+But groups were more permeable for HRP compared with controls ( Fig 4A) . Butyrate 
326
In the PN group, we found significant attenuation of IL-10 ( Fig 6A) and IL-4 mRNA 327 ( Fig 6B) expression in Peyer's patches as well as IgA mRNA expression ( Fig 6C) (Fig 7) . We identified 20 genera that were significantly differently (p ˂ 0.05) represented in at 374 least on of the PN-dependent group compared with controls (Fig 9) Table S2 . Our data confirm the profound effect of the 382 lack of enteral feeding on microbiota composition. Butyrate supplementation counteracted 383 only some of the alterations. Author Contributions
